
SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: ZENECA LIMITED . , . . 

(ii) TITLE OF INVENTION: GENE SILENCING 

(iii) NUMBER OF SEQUENCES: 3 

(iv) CORRESPONDENCE ADDRESS: 
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ADDRESSEE: IP DEPT., ZENECA AGROCHEMI CALS 

STREET: JEALOTTS HILL RESEARCH STATION, 

CITY: BRACKNELL, 

STATE: BERKSHIRE 

UNITED KINGDOM 

ZIP: RG42 6ET 

COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 

COMPUTER: IBM PC compatible 

OPERATING SYSTEM: PC-DOS/MS -DOS 

SOFTWARE: Patentln Release #1.0, Version #1.2 



(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/ 1 0 / 0 8 5 , 4 1 8 

(B) FILING DATE: 25-Mar-2003 

(C) CLASSIFICATION : 

( v i 1 1 ) ATTORNEY / AGENT I N FORMAT I ON : 

(A) NAME: Kakefuda, Mary 

(ix) TELECOMMUNICATION INFORMATION: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3681 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI-SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: 1 -AMINO CYCLOPROPANE - 1 - CARBOXYLIC ACID 
OXIDASE 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: pTOM13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

AAATTTGATA GATTCAGTTT TTATGTTTTT AGTGCTGATT ACAACATTGA AATTCTAAAT 6 0 
TTAGAAT TTA ATATTTATTA AATGT TAGTG CATTTATACA AATAACATAT TACATCTCAA 120 
ATAATAT TGA GTTTGTTAGA TTTTA TTTGC CCTGATTTCT TAT CATAA AT AGGTTTTCCT ISO 
TTTAGGAAAA GGTTTTGAAT TGACT ATTCT TTTTTTGGTA GGAAAAAGTT TAGGACTCTA 2 40 
TAAATAGAGG CATGTTCCTT CTAAC TTAAT TAGCATTCAC AATGTAGTTT TAAGGGCTTT 3 00 
GAGAGTTTTG GTTAGAGGGA GAATT TGTGA ACCTCTCATG TAT TCCGAGT GAATTGGTTG 3 60 
AGGTTGTTTC CCTCTGTATT TTGTA CTCTC ATGTTTATAG TGG ATTGCTC ATTTCCTTTG 4 20 
TGGACGTAGG TCGATTGACC GAACC ACGTT AAATTTTTGT GTC TTTTGGT AT ATT T TCTG 4 30 
TTCTTCTTAG TCGTGGTCTT TCGAG GTTTG CTTTGCTAGC TTC CGCGTTT ACACCTGCTT 5 40 
ATTTTCGGTC C TAACA AGTG GTATCAGAGC CAGATTCAAT AATGGAGTCA GGTGTAGTGG 6 JO 




CTCTGTGTTG A GACAT AAAT TTTGT AAAGG 
AGATTAAGTA AAGAAGGTGG ACAAATCTAT 
TTGTTGGGTT TTATTT GCCC TGATT TTTTA 
TTTTGAATTG ACTATTCTTT TTTTG GTAGG 
TGTTCCTTCT AACTTAATTA GCATT CACAA 
TAGAGGGAGA ATTTGTGAAC CTCTC ATGTA 
TCTGTATTTT GTACTCTCAT GTTTA TAGTG 
GATTGAC CGA ACCACGTTAA ATCTT TGTGT 
TCGTGGT CTT TCGAGGTTTG CTTTG CTAGC 
CTAACAGAGT TCGATGGGTT GAATCTATAA 
TTTATAT GAA A AT ATA AT AA ATATTGAATT 
ATATTTCAAA TTATTCCACC AATAC TGACA 
AATTTTTTTT TTGTTGTTAA CTAGT TAAAT 
AGGCAACTTC CTCAAG TACT ACAACTACAT 
TTTATAAAAT T TGACA CATG AAACA ATAGC 
GCCCATAAGC CAT CAT GTAT TATAGTCAAA 
AAAATCC CTT T GTAGG TAAG ATGGT TCAAC 
ACT CAT AG AC TTGTCATAAC TCATA AAGAC 
TAATTCTCTA CTTTAATATC TTCTA CTATA 
ATCAAACATT GAT ATT CATC TCTTC AATCT 
CACTTAG GAA AACACTTTAC CAAGAAATTA 
AAAAGCT CAA TGGAGATGAG AGAGC CAACA 
ATTGGGGCTT CTTTGAGGTA ATCATAAATT 
TTATCAGTCA TACTTTTCTC TGTTT TAAAA 
CATGACA TGT TTATAA 2 AC A ACAAG ATATA 




AGAT TATGGA GAGGAGAAGC AAGTTGTTGA 7 80 

TTTGTCAGAA ATT CAGGCCA AGGGGGAGAT 8 40 

CCATAAATAG GTT TTCCTTT AAGGA AAAGG 9 00 

AAAAGGTTTA GGATTCTATA AATAGAGGCA 9 60 

TGTAGTTTTA AGG GCTTTGA GAGTTTTGGT 102 0 

TTCCGAGTGA ATTGGTTGAG GTTGTTTCCC 1080 

GATT GCTCAT TTCCTTTGTG GACGTAGGTC 114 0 

CTTTTGGTAT ATTTCTCGTT GT CTT CTT AC 1200 

TTCCGCGTTT ACACCTGCTT ATTTGCGGTC 1260 

AAAGAAAAAT ATACTCGTGA TTCACGATTA 1320 

TCCTTTGCTA TTTCTTATGT TTACGTCTTT 13 80 

AGCCCTAGGC CATCTCTAGG AAATTCATAC 1440 

TGGCAGCCTT AAAGATTATT GT AAA ATTCA 1500 

TGTAACATCC CAGTCAAAGT GTCCTAAAAT 1560 

ACAATAAATT TTA GTACTAT TGCAGCCATG 1620 

ATGGGTCCTT TTCCAATTTG TCTTGATCCC 1680 

AAGGAACTAT GACTCTTAAG GTAGACTTGG 174 0 

TTGGAATATA ATA ATT AT TC ATTTAAATTA 18 00 

AATA CCCTTT CAAAGCCTCA TTATTTGTAC 1860 

TTTGT ATTCA CATATTCTAT TT ATT C AATA 192 0 

AGAT GGA GAA CTTCCCAATT ATTAACTTGG 19S0 

C2ATGGAAAT GAT CAAAGAT GCTTGTGAGA 2 040 

ACATAAACAT ATT AATATGT TTGTTTCAAT 2 100 

TTAATGTCAC TTT CAATATT TAATAATTCG 2 160 

GGTTA2ATTT TGATATATTA TATATAACTT 2 22 0 
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GAACCATGGA ATTCCACATG AAGTA ATGGA CACAGTAGAG AAAATGACAA AGGGACATTA 2 4 00 

CAAGAAGTGC ATGGAACAGA GGTTT AAGGA ACTAGTGGCA AGT AAGGGAC TTGAGGCTGT 2 460 

TCAAGCTGAG GTTACTGATT TAGAT TGGGA AAGCACTTTC TTC TTGCGCC ATCTTCCTAC 2 520 

TTCTAATATC TCTCAAGTAC CCGAT CTTGA CGAAGAATAC AGGTACATAC ATGTGTCCTA 2 580 

CATATTGCGT ATATAATAAA TAAAC ACAAA ATTTAAGTTA TATACGCTGA CAGTATAACT 2 64 0 

AATTATAATG TTGTACCAAA TGATG CAGAG AGGTGATGAG AGATTTTGCT AAAAGATTGG 2 700 

AGAAATTGGC TGAGGAGTTA CTTGA CTTAC TCTGTGAAAA TCTTGGACTT GAAAAAGGTT 2 760 

ACTTGAAAAA TGCCTTTTAT GGATC AAAAG GTCCCAACTT TGG TACT AAA GTTAG CAACT 2 820 

ATCCACC ATG TCCTAAGCCC GATTT GATCA AGGGACTCCG CGCTCATACA GACGCAGGAG 2 880 

GCATCAT ACT TCTGTTCCAA GATGA CAAAG TGAGTGGCCT TCAACTCCTC AAAGACGAGC 2 940 

AATGGAT CGA TGTTCCTCCC ATGCG CCACT CTATTGTGGT TAACCTTGGT GACCAACTTG 3 000 

AGGTACAAGA TTCACTAAGT GTGTGTGTTT TTAT C AC TAT AACTTAGAAG TAGTAACTAA 3 06 0 

AAATGGTATT AATGAAATGT TATAAAAACA GGTGATCACT AACGGGAAGT ACAAGAGTGT 3 12 0 

GCTGCACAGA GTAATTGCAC AAACA GACGG GACACGAATG TCATTAGCCT CATTTTACAA 3 180 

TCCAGGAAGT GATGCAGTAA TATAT CCAGC AAAAACTTTG GTTGAAAAAG AGGCAGAGGA 3 24 0 

AAGTACA CAA GTGTATCCAA AGTTT GTGTT TGATGATTAC ATGAAGTTAT ATGCTGGACT 3 3 00 

CAAGTTT CAA GCCAAAGAGC CAAGA TTTGA AGCAATGAAG GCAATGGAAA GTGATCCAAT 3 360 

TGCAAGTGCT TAGATCCCAA TTCAA TTAAA AAAATTGGTG TTT GAAAA AT AT ATT T AAAT 3 420 

ATAGCAATCT ATGTATACAC ATTAT TTGCT CTTCTTATGT ATGGTAGAAT AAAGTTAGTA 3 4 80 

TTAAAAA AG A TTGTGATTTG CTGCA TATGT ATCAAAAAGA GTCCTAATAT TTGTATCTAT 3 54 0 

AAATAAGGTG CCTTCTAGTG AAATT ATACA AATAATAATT TGG AGTGT AT TGTTCTTTCT 3 600 

CATGTAATTT AACTTTTAAG TATCT TACTT TACAATATAC TGTTCACTTA TTGAACATAT 3 660 
TGAGTGATAT ATTGACTCAA T 3 68 1 

(2) INFORMATION FOR SEQ ID NO : 2 : 

(l) SEQUENCE CHARACTERISTICS: 
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(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: cDNA 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: oligo dT-primed cDNA - page 13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
CATTCATCTC TTCAATCTTT TG 2 2 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: oligo dT-primed cDNA (SEQ3) page 13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
CTTAATTTCT TGGTAAAGTG TTTTCC 2 6 



